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Abstract

Protein array technology is becoming an increasingly important tool in the drive
towards proteome-scale analysis of protein activity and interactions. Presently, this
technology compliments the more traditional methods for proteomic analysis,
including two dimensional gel electrophoresis/chromatography and mass
spectrometry. While the task of producing a ‘whole-proteome’ chip, containing active
proteins, is a daunting one, current protein and antibody arrays represent the first
steps towards that goal. The aim of this presentation is to introduce the current
approaches for the generation of high content protein arrays, and some of their
applications, including their use in the study of protein-protein interactions and
characterisation of antibodies.
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