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Abstract 

Although the identification of proteins using mass spectrometry has now become 
almost routine, two technical challenges remain. In this talk we will discuss a) how to 
separate the proteome in space and time so it can be investigated and b) how to 
measure the up- and down-regulation of proteins. These are very relevant to many 
clinical and basic research projects and some examples will be described briefly in the 
following talk. 
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